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Graduate and postdoctoral training 
1995-1998      Ph.D., Shanghai Jiao Tong University School of Medicine, Shanghai, P.R. China  
1999-2003      Postdoctoral Fellow, UT Southwestern Medical Center at Dallas, Texas 
2006-2011      Postdoctoral Associate, The Rockefeller University, New York 
 
Professional Experience 
1995-1998      Graduate student (With Dr. Shishu Chen) 
                       Department of Biochemistry, Shanghai Jiao Tong University School of Medicine 
                        
                       Study of cancer vaccine in hepatoma treatment in mice by engineering interleukin-2, 
                       interleukin-12, TNF-alpha, and the herpes simplex virus thymidine kinase genes (TK)/ganciclovir  
                       as well as the combinations between different cytokine and TK genes. 
 
1999-2003      Postdoctoral Fellow (with Dr. Hongtao Yu) 
2003-2006      Instructor  
                       Department of Pharmacology, the UT Southwestern Medical Center, Dallas, TX 
 
 Accurate chromosome segregation is critical for maintaining genome stability during cell division 

but defect in this process is associated with aneuploidy, the hallmark of cancer cells. The main 
focus of my project included: (1) studies of the molecular basis of the spindle checkpoint, a 
surveillance mechanism that controls accurate chromosome segregation during cell division 
such as the mechanism of inhibition of APCcdc20, an E3 ubiquitin ligase, by spindle checkpoint 
Mad2, Bub1, and BubR1 in mitosis; (2) investigation of the molecular function of cohesin 
complex in accurate chromosome segregation in mitosis. 

 
2006-2011      Postdoctoral Associate (with Dr. Robert G. Roeder) 
2011-present Research Associate  
    Laboratory of Biochemistry and Molecular Biology, the Rockefeller University, New York, NY 
 

Tissue or cell type-specific gene expression “on” and “off” is essential for cell growth, 
proliferation, differentiation, as well as reprogramming during human development. The 
mechanism that regulates gene expression by other than genome sequence is called 
epigenetics including DAN methylation, histone modification, chromatin remodeling, and non-
coding RNAs. Mis-regulation of epigenetic mechanism is frequently associated with human 
diseases such as heart disorder, diabetes, and cancers. My main project is to define how 
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histone modifications control gene-specific transcription, including regulation of p53 function in 
tumorigenesis and nuclear receptor (NR) function in adipogenesis.  
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